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1. Introduction to Bioinformatics

2. Systematic Literature Search

3. TheMedical Subject Headings (MeSH Database)
4. Patents and Systematic Search

5. DNA Sequence formats

6. DNA Database (Genbank, EMBL, DDBJ)




7. DNA databases & ORF finder
8. Gen & Genfinders
9. Electronic PCR

10.Primer Design
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1. Genome and Sequence Databases

2. Human Genome Project

3. Map Viewing

4. Finding Promoters

5. Micro RNA (miRNA) Design: Correlation with Diff. Cancers

6. Short Interfering RNA (sSIRNA) Design: Used for Targeted Gene Therapy

7. Clinical Resources (Genetic disease, OMIM, Genetic Risk Factors, Disease
Prevalence)

8. Simple Nucleotide Polymorphisms (SNPs): SNP visualization, Find SNPs in a

Gene, Create a Genetic Variation Map, Analysis of Exonic SNPS)
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1. Introduction to Sequence Similarity

2. Protein sequence databases




. Protein Sequence and Motif Databases
. Sequence Alignment

. Pairwise Sequence Alignment

. Multiple Sequence Alignment

. Sequence Similarity Search (BLAST, BLAT, PSIBLAST)
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. Introduction to Protein Structures

. Protein structure databases (Pdb, Pdbe, Pdbj, wwiPdb)
. View Pdb Structure With Pdb Viewers

. Manipulate Structure

. Structural Alignments

. Building Protein Motifs and Models

. Proteins Secondary Structure Predictions

. Comprative Protein Structure Prediction
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